Key indicators: single-crystal synchrotron study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.043; wR factor = 0.117; data-to-parameter ratio = 13.6.
The title compound, 2C 3 H 7 N 6 + ÁC 6 H 2 N 2 O 4 2À Á4H 2 O or (tataH) 2 (pzdc)Á4H 2 O, was synthesised by a reaction between pyrazine-2,3-dicarboxylic acid (H 2 pzdc) as a proton donor and 2,4,6-triamino-1,3,5-triazin (tata) as a proton acceptor. In the crystal structure, an extensive series of O-HÁ Á ÁO, O-HÁ Á ÁN, N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds generates a threedimensional framework with the hydrogen bonding involving most donor and acceptor centers. -stacking interactions are also observed between adjacent triazine rings, with centroid-centroid distances of 3.4994 (8) and 3.5922 (7) Å .
Related literature
For related structures, see Xu et al. (1999) ; Wang et al. (2008) ; Liu et al. (2008) ; Moghimi et al. (2007) ; Smith et al. (2006a,b) ; Zafar et al. (2000) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày þ 1; Àz þ 1; (ii) x þ 1; y À 1; z; (iii) Àx; Ày; Àz þ 1; (iv) x; y À 1; z; (v) Àx À 1; Ày þ 1; Àz þ 1; (vi) x À 1; y; z; (vii) x þ 1; y; z; (viii) Àx; Ày þ 2; Àz þ 2; (ix) Àx þ 1; Ày þ 1; Àz þ 2. Bis(2,4,6-triamino-1,3,5-triazin-1-ium) pyrazine-2,3-dicarboxylate tetrahydrate: a synchrotron radiation study and four water molecules.
In the crystal structure, there are several π···π interactions between adjacent triazine rings with centroid···centroid distances of 3.4994 (8) and 3.5922 (7)Å. Extensive H-bonding interactions also occur with H···A distances ranging from 1.86 to 2.47Å. These together with the π-π stacking, connect the different components giving rise the final three-dimensional supramolecular structure (Fig. 2) .
By refluxing 0.118 mmol (0.02 g) H 2 pzdc and 0.237 mmol (0.03 g) tata in 15 ml water for 6 h at 70 C°, a colorless solution was obtained. This solution gave colorless needle-like crystals of the title compound after slow evaporation of the solvent at RT.
Refinement
The H atoms of the ligands were treated as riding with distances 0.86 (N-H), 0.93 (C-H), and U iso (H) = 1.2 U eq (C). The H atoms of the water molecules were located from difference maps and refined isotropically.
Figures Fig. 1 . The asymmetric unit of the title compound with ellipsoids drawn at the 80% probability level.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. (8) 
